ABSTRACT Aspergillus flavus produces aflatoxins that adversely impact human health and the economy. We report the genome sequence of A. flavus CA14 that has been widely used in gene function studies. The information will benefit A. flavus functional genomics studies on fungal development, secondary metabolite production, and fungus-host plant interactions.
433 kb, and 716 kb and translocated to three locations in the CA14 genome (Fig. 1) . Another 478-kb genome segment of NRRL3357 corresponding to two split segments of 290 kb and 196 kb was also translocated.
Data availability. This genome sequence has been deposited at the NCBI under the accession number QQZZ00000000. The accession number for the raw sequence read is PRJNA483051. 
